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Kernel Method-driven Ontology Function Iterative Algorithm
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Abstract: The application of machine learning algorithms in ontology focuses on the learning of ontology optimal functions, that is, the
optimal real-valued functions are obtained through ontology sample points and appropriate learning strategies. Kernel functions are
widely used in machine learning algorithms due to their many advantages in regenerative and reconstruction functions. In the optimiza-
tion learning process of ontology function, the kernel method is integrated into the iterative strategy to obtain the optimal ontology
function. The experimental results show that the proposed method has higher accuracy for the calculation of ontology similarity and the
construction of ontology mapping in specific domains.
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