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Isolation, Identification and Bacteriostatic Activity of Actinomycete ZY-2

from the Rhizosphere Soil of Ilex cornuta L.
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Abstract: A rhizosphere actinomycete strain ZY-2 was isolated from the rhizosphere soil of llex cornuta L. with dilution coating method.

The fermentation product of the strain had certain antibacterial activity against 16 kinds of pathogen indicator bacteria. The strain ZY-2

grew well on the improved Gauss No. 1 medium. During the growth, the color of bacterial colony gradually changed from white to light

yellow. The mycelium was branched without diaphragm. The spores were oval, cylindrical or rod-shaped, with long spore chains and

wavy bends. The rhizosphere actinomycete strain ZY-2 was identified as Streptomyces flavescens ZY-2 by morphological characteristics

and 16S rDNA phylogenetic analysis.
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FRIREEHR 30 C. FhF3EFR R TSB K F KR
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Streptomyces luridiscabiei DS 44 0K148322
Streptomyces praecox CGMCC 4.1782 JQ924404
Streptomyces flavolimosus CGMCC 2027 EF688620
Streptomyces microflavus NRRL B-1332 EF178673
ZY-2

100 | Streptomyces flaveus NBRC 3359 AB184749

Streptomyces griseus ATCC 10137 Y15501

Streptomyces caviscabies ATCC 51928 NR114493
Streptomyces griseochromogenes NBRC 13413 NR112396
Streptomyces cinnabarinus NBRC 13028 NR041097

9 Sprepromyces avermitilisy NBRC 14893 NR112447

100 I&'eplom,we: limosus NBRC 12790 NR112279
Streptomyces coelicolor NBRC 12854 NR112305

[&)'epmM)ces violaceolarus DSM 40438 NR027223
100 L Sprepromyces lividans VSA 17 KT895214
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